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Chat File: 
 
00:15:35 Anna MacDonald: Here’s the link to the participant list mentioned by Craig: 
 https://cba.anu.edu.au/files/G%E2%80%99DAI%20participant%20list.pdf 
 
00:32:42 *sean shoban (he/him): applicable, accessible, meaningful - I like that. 
 
00:59:50 *sean shoban (he/him): Totally agreed with Cynthia - scientifically there are many 

caveats. 
 
01:00:30 Paul Sunnucks: Currently we have almost nothing in the CBD. Something would be good. 
 
01:01:48 *sean shoban (he/him): We should mention that it’s doubtful these indicators could be 

reported for millions of species, for most countries even a few hundred (representative) 
species would be more realistic. 

 
01:03:43 Carolyn Hogg: I agree with Andrew and Margaret - that a change over time for key 

species is needed as well as a threshold. 
 
01:04:08 *sean shoban (he/him): Great discussion! 
 
01:08:15 Bec Rush: Sean, I assume there'd be some corresponding guidelines developed to help 

guide countries on which species might be best used as those representatives? 
Otherwise it could be easily skewed towards those species that either provide 'good' 
numbers, and/or are easily measured but which may not be truly representative. 

 
01:10:31 *sean shoban (he/him): @Bec absolutely. We are looking forward to such guidance in 

2021. We have started to brainstorm this guidance- on choosing species, on applying 
the indicators in "difficult" species such as naturally small (or naturally widespread) 
ones. 

 
01:11:27 *sean shoban (he/him): Briefly, a good set might be 100+ species covering taxonomic 

groups, ecosystems, range size, etc… 
 
01:12:14 Andrew Young: Completely agree we want to have something and it's always going to 

be a balance between information content and scalability/operational reality. I think it 
really helps if we focus on indicators that can inform progress towards the agreed goals.  
So, we want our indicators to tell us: 1) general state and change; 2) when we need to 
intervene (species, regions) and; 3) when we can stop intervening.  

 
01:13:18 Andrew Young: I like the idea of a "species test panel" that cover life histories, etc... 
 
01:20:51 *sean shoban (he/him): Overall, I really appreciate Kat's talk and agree that we have a 

tough balance to try to make genetic diversity accessible and reportable by all countries.  



Our proxies were about as close as we could get and were developed with a large 
number of countries including a few less resourced countries. 

 
01:20:59 *sean shoban (he/him): But lots of room for improvement. 
 
01:23:38 *sean shoban (he/him): @Damien- maybe a question later if time- how have you 

interpreted and reported on the Target requiring "75% of genetic diversity" be 
conserved? 

 
01:23:50 *sean shoban (he/him): for GSPC. 
 
01:25:50 Paul Sunnucks: IF there is a reporting system for which data are not available in some 

components, is it a problem to have a 'don't know' category?  We have 'data deficient' 
for various IUCN processes.   Finding knowledge gaps is a kind of knowledge.  

 
01:26:53 Anna MacDonald: This may come up more in the next session where we will get some 

good examples, but I think, at least in AUS, we do lots of great genetic work (at least for 
some species) but we can improve how the work we do is made accessible / available 
for reporting. 

 
01:28:30 Carolyn Hogg: Consistent reporting across the nation for all genetic work would be a 

good start - that everyone reports on the same metrics in the same way would mean 
govt agencies would then be able to have some metrics - there are caveats with this but 
I think there are enough of us with different datasets who could start the conversation - 
thoughts? 

 
01:28:35 Linda Neaves: Potentially useful to have some confidence measure/type of data used - 

whether it was direct genetic data, demographic surrogates, or lack data? 
 
01:28:37 *sean shoban (he/him): Great point Paul.  Agreed that we can report when there is no 

data as that motivates a need for funding/ capacity, and  
 
01:29:12 *sean shoban (he/him): Agreed to Carolyn's point too. 
 
01:30:23 Anna MacDonald: @Carolyn yes! 
 
01:36:09 *sean shoban (he/him): This is amazing Paul! 
 
01:36:38 Martin Breed: Defining/agreeing on appropriate indicator(s) notwithstanding, might 

there be data systems in place now that could coordinate/host the relevant datasets in 
Australia to aid our collective understanding, monitoring and prioritisation of actions? 

 
01:38:39 Carolyn Hogg: @Martin - this is something we are working towards with the Threatened 

Species Initiative. How to make the data available in a format that conservation 
managers can interpret & use. 

 
01:44:18 *sean shoban (he/him): Really fantastic Paul.  Is that spreadsheet and/or a report 

available? 
 
01:44:32 *sean shoban (he/him): Really great for only one person year work! 
 



01:44:46 Paul Sunnucks: should all be online soon, but I can share now by email. 
 
01:44:52 Martin Breed: @Carolyn - very nice. Would be great to hear more. Scope to include non-

threatened species..? 
 
01:47:02 Carolyn Hogg: @Martin - not at this time but we are just in the development phase, we 

would like to expand beyond threatened species but had to start somewhere 
 
01:47:48 Sarah Brown: And how it compares for marine species.... 
 
01:55:04 *sean shoban (he/him): This is great, and important for baselines! 
 
01:55:08 *sean shoban (he/him): These historic samples. 
 
01:59:26 *sean shoban (he/him): $11 a sample? Wow! 
 
01:59:32 Anna MacDonald: Hi all, my key summary points from all sessions here: 

- Genetic diversity is valuable but not always well incorporated into conservation 
strategies. 

- Explicit consideration of genetic diversity in all species is needed in post-2020 CBD. 
- SMART indicators proposed for genetic diversity – scope to test & refine these 
- Genetic diversity is one aspect of conservation & conservation is just one aspect of 

CBD. 
- Need to ensure all indicators can be realistically implemented – headline indicators. 
- Challenges to prioritise resources & to make data accessible, to enable reporting on 

indicators. 
- Genetic data exist for many species – but need to ID and tackle gaps – and 

standardise reporting. 
- Great examples of how genetic monitoring can contribute to management 
- Have tools, momentum for genetic monitoring – need coordination, infrastructure 

to make routine. 
- Australia is in a good position - opportunity to demonstrate leadership. 

 
02:02:12 Anna MacDonald: Thanks all for participating! Keen to keep these conversations going 

where people are interested :) 
 
02:02:53 Luciano Beheregaray: Indeed, this has been very productive and hopefully will lead to 

additional discussions and actions. 
 
02:04:21 Sarah Kim Pearson: A great session. Thanks to all involved! 
 
02:04:55 Paul Sunnucks: species with existing data would be helpful to choose when they fit, 

because then you effectively started a while ago. 
 
02:05:03 Kat Miller: Thank you so much for everyone's contributions to this very interesting 

discussion. I've certainly learnt a lot and it has highlighted to me that Australia has 
strong expertise in this field. Potential for Australia to support capacity building for 
other Parties in this field? 

 
02:05:37 Anna MacDonald: @Kat thanks for joining! Definitely scope to share Aussie expertise 

here. 



 
02:06:46 *sean shoban (he/him): Agreed with Kat: "Potential for Australia to support capacity 

building for other Parties in this field"! 
 
02:06:49 *sean shoban (he/him): absolutely. 
 
02:06:54 Andrew Young: Thanks everyone - very interesting...   
 
02:07:20 Anthony Whalen: Thanks everyone. 
 
02:07:21 Kat Miller: Thanks all - ciao for now. 


